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The authors regret In my paper (De Meeûs, 2015) there is a mistake Indeed, when two alleles mutate, with probability u², if they were

in Eqs. (3) and (9) and in the text (explanations). The correct equations
are, respectively:

QI tþ1ð Þ ¼ 1−uð Þ2 QI tð Þ
� �þ 2u 1−uð Þ 1−QI tð Þ

� � 1
K−1

� �

þu2 QI tð Þ
1

K−1
þ 1−QI tð Þ
� � K−2

K−1ð Þ2
" #

and

QS tþ1ð Þ ¼ 1−uð Þ2 1
N

QI tð Þ þ 1−QI tð Þ
� �� 1

2

� �
þ 1−

1
N

� 	
Qs tð Þ


 �

þ 2u 1−uð Þ
1
N

1−QI tð Þ
� � 1

K−1

� �

þ 1−
1
N

� 	
1−QS tð Þ
� � 1

K−1

� �
8>><
>>:

9>>=
>>;

þ u2

1
N

QI tð Þ
1

K−1
þ 1−QI tð Þ
� � K−2

K−1ð Þ2
" #

þ 1−
1
N

� 	
QS tð Þ

1
K−1

þ 1−QS tð Þ
� � K−2

K−1ð Þ2
" #

8>>>><
>>>>:

9>>>>=
>>>>;
DOI of original article: http://dx.doi.org/10.1016/j.meegid.2015.05.008.
E-mail address: thierry.demeeus@ird.fr.

http://dx.doi.org/10.1016/j.meegid.2016.05.003
1567-1348/© 2016 Elsevier B.V. All rights reserved.
identical at generation t, with probability QI(t) within the same individ-
ual (probability 1/N) or Qs(t) in two different individuals (1-1/N), the
probability that they become identical by chance is (K-1)/(K-1)²=1/
(K-1) and not 1/(K-1)² as mistakenly written, which is the probability
for a specific allelic state among the K-1 possible ones. This error has
no consequences in the final results (Eqs. 8 and 17) because the
wrong terms belong to parts of the equations that quickly become
neglected. Thus this mistake, for which I apologise, does not change
the conclusions of the paper.

The authors would like to apologise for any inconvenience caused.
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